The nucleotide composition of the ribonucleic acid of three strains of rabies virus was determined and found to be similar to that of vesicular stomatitis virus.
The rabies virion is characterized as having bullet-shaped morphology with dimensions of 80 by 180 nm, a lipoprotein envelope, a helical ribonucleoprotein, and a single-stranded ribonucleic acid (RNA) genome (11, 12) . Rabies and vesicular stomatitis virus (VSV) share basic chemical and physical characteristics and are classed as rhabdoviruses. Two recent reviews summarize the general properties of these and other members of the rhabdovirus group (4, 7) .
The primary structures of the RNA genomes of rabies and VSV reflect, in the most fundamental sense, the degree to which these two viruses are related. This paper reports the base composition analysis of the RNA of three strains of rabies virus and compares their base composition to that of VSV RNA.
The Flury high-egg passage (HEP), PitmanMoore (PM), and ERA strains of rabies virus were propagated in BHK-21 cell monolayers (11) (12) (13) 8. 1971 The radioactivity contained in each nucleotide spot was determined by liquid scintillation spectrometry. In addition to electrophoretic separation of the viral nucleotides, chromatography on Dowex-l-formate, as described by Bautz and Hall (2), was also performed on hydrolysates of HEP and VSV RNA. Although the base composition of rabies virus and VSV are equivalent, differences have been observed in their gene products. Three structural peptides have been detected by polyacrylamide gel electrophoresis in solubilized VSV virions (6, 14) , whereas Sokol et al. (13) have found at least four peptides in rabies viruses. Mudd and Summers (8), however, detected four structural peptides in VSV which have molecular weights quite similar to the rabies virus structural peptides. The presence of an RNA-dependent RNA polymerase in VSV (1) and the apparent absence of this enzyme in rabies (Aaslestad, Bishop, and Sokol, unpublished data) may be another fundamental difference. A measure of relationship between rabies and VSV, more sensitive than base composition, would be the degree of hybridization between the in vitro RNA product of the VSV RNA polymerase and the genomes of VSV and rabies. Experiments utilizing this approach are in progress. 
